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[ Abstract] Objective The ITS2 sequence of rDNA was utilized as a novel technique to discrimi-
nate three original plants of Radix et Rhizoma Rhei from its adulterants. Methods DNA was extracted from
each sample as template, of which the ITS2 region was amplified in a PCR and then sequenced. Sequences
were assembled. Inter-and intra-specific K2P distances were calculated, based on which NJ tree was per-
formed. Results The K2P distance of the minimum inter-specific 38. 6% was higher than that of the maxi-
mum intra-specific 8. 0% . The different samples of three original plants of Radix et Rhizoma Rhei were
clustered into one clade. Conclusion  The ITS2 fragment could be used as a candidate barcode for identif-
ying original plants of Radix et Rhizoma Rhei from its adulterants Rhizoma et Radix Polygoni Cuspidati and
Radix Rumicis Obtusifolii, and DNA barcoding has a wide prospect in authenticating Traditional Chinese
Medicine.
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