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[ Abstract] Objective

genetic information. Methods

To control the quality of Brazilian herb TANCHAGEM by chemical and

The method of “two dimensional feature identification method” , that is,

DNA barcodes technology combined with the HPLC technology, it was used to identify the botanical origin of
Brazilian herb TANCHAGEM and detect the content of plantagoside. Results DNA barcoding method
showed Brazilian herb TANCHAGEM was belong to Plantaginaceae Plantago L. and the similarity between
TANCHAGEM and Chinese plantago asiatica was more than 99% . The plantagoside was existed in both
Brazilian herb TANCHAGEM ( contents was 0. 1025% ) and Chinese plantago asiatica ( contents was
0. 1030% ) which was specified index component in Chinese Pharmacopoeia index components. Conclusion

Brazilian herb TANCHAGEM is considered plantago asiatica in Brazilian, and the content of

plantagosideis similar with Chinese plantago asiatica. This experiment provided a reference for quality

control, resource survey and breeding of new varieties.
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O3B T FERRE T, FH 60% F AR 2 0 2k (1) E
L PEA] UEIT  RER IR, RS

2.2.2 fARESME @IS AR C EmiEHE (250
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1 0.4971 0.338 0.412 0. 7857 108.7 105.8 2.00
2 0.5310 0.362 0.412 0. 8076 108.2
3 0.5209 0.354 0.412 0. 7862 104.8
4 0.5013 0.341 0.412 0. 7718 104.5
5 0.4893 0.333 0.412 0. 7594 103.6
6 0.4582 0.311 0.412 0. 7441 105.2
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Description

[0 Plantago myosuros 188 ribosomal RNA gene, partial sequence: internal bed spacer 1

5.88 ribosomal RNA gene, and internal

]

Max Total Query E

Ident  Accession
score score cover value

bed space 1042 1042 100% 0.0 99% AY101873.1

7] Plantago aus

s 188 ribosomal RNA gene, partial sequence: internal transcribed spacer 1, 5.8S ribosomal RNA gel

bed spacer. 1037 1037 100% 0.0 F313038.1

ene and internal transcri

7] Plantago virginica genes for 18S rRNA, [TS1, 5.85 rRNA, ITS2, 28S rRNA, partial and complete sequence

7 Plantago uniglumis 1

bosomal RNA gene, partial sequence; internal spacer 1

1031 1031 100% 0.0 99% AB281170.1

5.88 ribosomal RNA gene, and internal space 1031 1031 100% 00 99% AY1018751

Plantaqo trinitatis 188

somal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer¢ 1031 1031 100% 0.0 % AY101871.1

Plantago sp. Garnock-Jones & Tay 2566 18S ribosomal RNA gene, partial sequence: internal

spacer 1, 5.88 ribosomal RNA gene, and interr 1026 1026 100% 0.0 FJ024620.1

[E] Plantago australis voucher ML Tay 019 & PJ Garnock-Jones, WELTU 20181 18S ribosomal RNA gene, partial sequence: internal spacer1.5. 1026 1026 100% 0.0

FJ024618.1

[[J Plantago asiatica 18S ribosomal RNA gene, partial sequence: internal

bed spacer 1. 5.8S ribosomal RNA gene. and internal

bed spacer: 1026 1026 100% 0.0 99% AY101862.1
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