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[ Abstract] Objective To accurately identify the variety of Paeoniae radix hybridae and distinguish
Paeonia hybrida Pall. with Paeonia anomala L. and Paeonia sinjiangensis K. Y. Pan to provide a scientific
basis for ensuring the accuracy of material sources. Methods  Total genomic DNA was extracted from P.
hybrida and internal transcribed spacer (ITS) was amplified by PCR and the product sent to sequence. ITS
sequences of P. hybrida, P. anomala and P. sinjiangensis were downloaded from GenBank database. In-
terspecific and intraspecific Kimura 2-parameter (K 2-P) genetic distance, specific site and Neighbor-
joining( N-J) system cluster tree were acquired based on softwares of ContigExpress, DNAMAN | Editseq .
MeGAS. Results  The content of G+C in Paeonia hybrid was ranged from 55.82% to 56.45% , which not

FEIH . o e AS G R0 20 H (2060302 ) 5 b 5T A AR B} 22 5 8 (7152004 ) 5 387 36 B £ 5 #E &)
(201433101 3 FE F R T KL 00 K H 2501 % 101 (20147X09304307001 )

YRR HAL: 100102 Jbptrh B2 e b 222 Be [ SO (-LATSE AR ) XU AL | B okt (L AT oAk ) (&=
PL(PE A (EI (LA ) R (BT L TS AR ) (E 2 5) ], BRGS0 e (ORI ) 5 JE BTG R
YA TR B B 55 % (T 3K)

YEF T : BRI (1991- ), %, 2014 AR BT, DF5ET5 0] . 25 5 B 08 | B 245 25 380N ) I Bl T
5. E-mail ; mashuang1 10818 @ foxmail. com

BAEEE DBI(1964- ) & AR FIRENT, BFIE 71 IR REF 848, E-mail : fengqiong64 @ sina. com



588 BRI EEZG 2017 4F 6 345 10 %55 6 ] Global Traditional Chinese Medicine, Jun 2017, Vol. 10, No. 6

overlapped with the other two species; The K 2-P genetic distance of all sequences was ranged from 0 to

0.026. The K 2-P genetic distance of interspecific and intraspecific samples was respectly ranged from
0.014 10 0.026 and 0. 000 ~ 0.012; Compared with the other two categories, P. hybrid has 6 specific

sites; Total samples were classified into 2 branches which containing one branch of P. hybrida with 84% in

favor. Among of those, P. hybrid distributed in region of China clustered into one small branch, while the

P. hybrid distributed in Russia was far away from those in genetic relationship. Conclusion

ITS can

distinguish P. hybrid from P. anomala and P. sinjiangensis by genetic distance, systematic cluster tree,

site-specific analysis research and could be used for precise discrimination of Paeoniae radix hybridae and

have great potential to make a distinction between the varieties and the original variety.
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5 DQ313696.1 0.009 0.009
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