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[ Abstract] For the feature of integrity and systematicness on the level of the whole genome, the
transcriptomics play a significant role in research of Chinese medicine, the recently arisen RNA deep se-
quencing technology ( RNA-seq) allows for the age of digital and information. In this paper, we summarize
the advantages of RNA-seq in the transcriptomics, its integrity, systematicness, individual tissue differ-
ences, time independence and many other edges have solved the previous research problem that single gene
research can’t failed to correspond with the perspective of holism in traditional Chinese medicine (TCM).
This paper discusses the transcriptome study based on the technology of RNA-seq in TCM theory and the

formulas and medicine about their present situation in application and prospect. Analysis has been made on
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the application strategy in the research of syndrome differentiation in TCM, the selection of active ingredi-

ents of formulas and medicine and the research of mechanism, clinical drug safety evaluation system, and a

preliminary experimental scheme was proposed.

Traditional Chinese medicine research;
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