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[ Abstract] Objective This study aimed to explore a new method to identify the original plant of
Schizonepeta tenuifolia Briq. and its adulterants by the ITS2 sequence, and assure its quality and clinical
curative effect. Methods Genomic DNA of S. tenuifolia were extracted and then the ITS2 sequences were
obtained by direct PCR amplification and sequenced bidirectionally. All data of sequences were analyzed by
software MEGA 6.0, the Kimura 2-Parameter (K2P) distances were calculated, and the phylogenetic tree
was constructed by the neighbor joining ( NJ) method. Results The sequence length of the ITS2 of Schi-
zonepeta tenuifolia was 232bp, and the G+C content was 66. 8% . The intra-specific variation was highly
conservative. There were many variation sites of ITS2 sequences between Schizonepeta tenuifolia Briq. and
its adulterants. The results showed that the minimum inter-specific divergence was 0. 0175, which was
larger than the maximum intra-specific divergence. The NJ tree indicated that Schizonepeta tenuifolia could
be distinguished from its adulterants obviously. Conclusion The ITS2 region can be used as a barcode for

identification of Schizonepeta tenuifolia Briq. , which provide a new technique for the authentication of

germplasm resouces and ensure clinical safety in utilization of traditional Chinese medicine.
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